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Hyaluronan-Binding Protein 2 
 
Alternative Names 
HABP2 
Hyaluronic Acid-Binding Protein 2 
Hyaluronan-Binding Protein, Plasma 
PHBP 
Hepatocyte Growth Factor Activator-Like 
HGFAL 
Factor VII-Activating Protease 
FSAP 
 
Record Category 
Gene locus 
 
WHO-ICD 
N/A to gene loci 
 
Incidence per 100,000 Live Births 
N/A to gene loci 
 
OMIM Number 
603924 
 
Mode of Inheritance 
N/A to gene loci 
 
Gene Map Locus 
10q25.3 
 
Description 
HABP2 encodes a serine protease belonging to the 
peptidase S1 family.  The protease binds to 
hyaluronic acid and carries out the cleavage of the 
alpha and beta chains of fibrinogen.  It is also 
responsible for degrading the extracellular matrix, 
maintaining vascular integrity and activating the 
Factor VII protein.  Studies have further suggested 
the possibility that HABP2 acts as a tumor 
suppressor and protects against liver fibrosis. 
 
Mutations in the HABP2 gene are associated with 
an increased susceptibility to Venous 
Thromboembolism, a disorder characterized by 
inappropriate clot formation resulting in deep vein 
thrombosis.  The gene is also associated with 
Nonmedullary Thyroid Cancer 5 (NMTC5), a 
carcinoma of the thyroid gland that runs in families.  
 
Molecular Genetics 

The HABP2 gene is located on the long arm of 
chromosome 10.  The gene is made up of 38 kb of 
DNA and its coding sequence consists of 14 exons.  
The protein encoded by HABP2 is 62 kDa in size 
and contains 560 amino acids.  Alternative splicing 
results in an additional 59 kDa isoform, consisting 
of 534 amino acids.  While the gene is ubiquitous in 
expression, it is found to be expressed highly in the 
liver, synovial fluid, vitreous humor, plasma and 
serum.   
 
The mutation G534E has been associated with 
susceptibility to venous thrombolism and 
nonmedullary thyroid cancer.  The mutation occurs 
within the serine-protease-trypsin domain of the 
HABP2 protein and is believed to cause a space 
constraint near the catalytic region, disrupting the 
active site and surface accessibility of its substrates.   
 
Epidemiology in the Arab World 
 
Saudi Arabia 
Alzahrani et al. (2016) aimed to determine the 
association between HABP2 gene mutations and 
the risk of Nonmedullary Thyroid Cancer (NMTC) 
in the Saudi Arabian population.  Genomic DNA 
was isolated from the peripheral leucocytes of 11 
patients affected by familial NMTC, 217 patients 
affected by sporadic NMTC, and 190 healthy 
controls.  DNA was also isolated from the formalin 
fixed paraffin embedded tumor tissues of 63 
pediatric and 229 adult NMTC patients.  The 
monoallelic HABP2 mutation G534E was found in 
the tumor tissues of one adult NMTC patient, a 33-
year-old female.  It was also found in one healthy 
control, a 27-year-old male with no family history 
of NMTC.  Hence, in contrast to published reports, 
the authors did not find a strong link between 
HABP2 and NMTC in this large Saudi cohort.  
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Thyroid Cancer, Nonmedullary, 5 
 
External Links 
https://www.genecards.org/cgi-
bin/carddisp.pl?gene=HABP2 
https://www.ncbi.nlm.nih.gov/gene/3026 
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